There are errors in [S1 Dataset](#pgen.1006688.s001){ref-type="supplementary-material"}, [S2 Dataset](#pgen.1006688.s002){ref-type="supplementary-material"}, [S4 Dataset](#pgen.1006688.s003){ref-type="supplementary-material"} and [S5 Dataset](#pgen.1006688.s004){ref-type="supplementary-material"}. Expression values reported in the [S5 Dataset](#pgen.1006688.s004){ref-type="supplementary-material"} are not assigned to the correct gene identifiers. Please view the correct Datasets here, with updated cross references in the [S1 Dataset](#pgen.1006688.s001){ref-type="supplementary-material"}, [S2 Dataset](#pgen.1006688.s002){ref-type="supplementary-material"} and [S4 Dataset](#pgen.1006688.s003){ref-type="supplementary-material"}.
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###### Active transcriptome and assignment of genes to WGCNA modules and response types.

(XLSX)

###### 

Click here for additional data file.

###### List of highly low Fe responsive genes.

(XLSX)

###### 

Click here for additional data file.

###### Metabolic pathway annotations.

(XLSX)

###### 

Click here for additional data file.

###### Phatr3 and Phatr2 comparison.

(XLSB)

###### 

Click here for additional data file.
